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Introduction
Numerous software tools have been developed for processing and analyzing metabolomics data. Many new tools are provided 
by metabolomics professionals with limited previous software development experience, and tools are implemented by users with 
expertise ranging from simple point-and-click data analysis to advanced coding paths. . This perspective is intended to introduce 
users and developers of metabolomics software to the important considerations that determine the overall impact of published 
tools within the scientific community. These recommendations reflect the collective experience of the NIH-funded Metabolomics 
Consortium Working Group, which was formed to explore guidelines and best practices for developing metabolomics tools [1-5].

Description
Accurate estimating and cost control have become paramount in the construction industry. As for engineering dimension 
calculation, there are already many software devices for calculating engineering structure dimensions, which have reduced human 
error operations to some extent and improved work efficiency and measurement accuracy. The purpose of this document is to 
reduce computational errors, computational errors, inefficiencies, data loss, and repetitive systems in traditional computing, based 
on the benefits of BIM computational systems that provide a reliable basis for predicting and controlling costs to solve the problem. 
On the other hand, using the BMI calculation system to solve the building rebar problem requires a lot of time and energy, not only 
with manpower, but also with existing calculation software. A comprehensive evaluation study of bar arrangement calculation 
in a BIM calculation system for residential construction based on fuzzy comprehensive evaluation was proposed. This paper first 
summarizes the structural engineering BIM calculation system, through the evaluation of various factors affecting the actual 
effect of the calculation system, uses the fuzzy surrounding evaluation system as an important evaluation index system in the 
building service BIM calculation system. , using fuzzy evaluation. A system combined with a case to demonstrate the superiority 
of the proposed study. Therefore, through the above investigations and experiments, the research method of this paper solves 
many problems in the reinforcement calculation process of engineering structures, and provides a good reference method for 
establishing a comprehensive reinforcement calculation evaluation system, It was concluded that it provides effective validation. 
Popularization of his BIM technology in the construction industry. Finally, it is also beneficial for users to comprehensively 
evaluate her BIM calculation system in the construction industry and provide basic reference conditions for different industries to 
use and select her BIM calculation system.

Conclusion
In recent years, “reproducibility” has become a common problem in omics data analysis due to the use of sophisticated and 
poorly described computational methods. The entire data analysis should be viewed and reproduced as a unified product 
to avoid misleading results. Reproducible Research (RR) provides general guidelines for public access to analytical data and 
associated analytical code, combined with natural language documentation that enables third parties to reproduce results. We 
have developed a new R/Bioconductor package, easy reporting, which facilitates the implementation of RR layers in reports/
tools. A typical case study of analysis of RNA-sequencing data is used to illustrate the most important features and to illustrate the 
structure of the analysis report. Here’s how you can use easy reporting to automatically track your R functions in other projects. 
This latter feature helps developers implement procedures that automatically track analysis steps. Easy reporting helps support 
reproducibility in data analysis projects and shows great advantages in R packages and GUI implementations. It has proven very 
useful in bioinformatics where due to the complexity of the analysis it is very difficult to understand all the steps and parameters 
used in the study.
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